ORT-1601 



- 59 - 



SEQUENCE LISTING 

<110> Dubin, Adrienne E 
Huvar , Ar ne 
Erlander, Mark G 
Glass, Charles A 

<120> DNA encoding Isoforms of the human Vanilloid Receptor 
VR3 

<13 0> Human VR3 receptors 

<140> 
<141> 

<160> 17 

<170> Patentin Ver. 2.1 

<210> 1 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucl eotide 

<400> 1 

accggcctat cctctttgac atcgtg 



<210> 2 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 
Oligonucl eotide 

<400> 2 

tgtccgcctt cttgtggggg ttctc 



<210> 3 
<211> 48 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 
Oligonucl eotide 
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<400> 3 

aacgttggta ccgccaccat ggcggattcc agcgaaggcc cccgcgcg 48 



<210> 4 
<211> 39 
<212> DNA 

<213> Artificial Sequence 

<220> 

<22 3> Description of Artificial Sequence: 
Oligonucl eotide 

<400> 4 

taaagcggcc gcttcaggag ggacatcggt gagcctcac 39 



<210> 5 
<211> 2616 
<212> DNA 

<213> Homo sapiens 
<400> 5 

atggcggatt ccagcgaagg cccccgcgcg gggcccgggg aggtggctga gctccccggg 60 
gatgagagtg gcaccccagg tggggaggct tttcctctct cctccctggc caatctgttt 120 
gagggggagg atggctccct ttcgccctca ccggctgatg ccagtcgccc tgctggccca 180 
ggcgatgggc gaccaaatct gcgcatgaag ttccagggcg ccttccgcaa gggggtgccc 24 0 
aaccccatcg atctgctgga gtccacccta tatgagtcct cggtggtgcc tgggcccaag 300 
aaagcaccca tggactcact gtttgactac ggcacctatc gtcaccactc cagtgacaac 360 
aagaggtgga ggaagaagat catagagaag cagccgcaga gccccaaagc ccctgcccct 420 
cagccgcccc ccatcctcaa agtcttcaac cggcctatcc tctttgacat cgtgtcccgg 480 
ggctccactg ctgacctgga cgggctgctc ccattcttgc tgacccacaa gaaacgccta 540 
actgatgagg agtt tcgaga gccat ctacg gggaagacct gcctgcccaa ggccttgctg 600 
aacctgagca atggccgcaa cgacaccatc cctgtgctgc tggacat cgc ggagcgca cc 660 
ggcaacatgc gggagttcat taact cgccc ttccgtgaca tctactatcg aggtcagaca 720 
gccctgcaca tcgccattga gcgtcgctgc aaacactacg tggaacttct cgtggcccag 780 
ggagctgatg tccacgccca ggcccgtggg cgcttcttcc agcccaagga tgaggggggc 840 
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tacttctact ttggggagct gcccctgtcg ctggctgcct gcaccaacca gccccacatt 900 

gtcaactacc tgacggagaa cccccacaag aaggcggaca tgcggcgcca ggactcgcga 960 

ggcaacacag tgctgcatgc gctggtggcc attgct gaca acacccgtga gaacaccaag 
1020 

tttgttacca agatgtacga cctgctgctg ctcaagtgtg cccgcctctt ccccgacagc 
1080 

aacctggagg ccgtgctcaa caacgacggc ctctcgcccc tcatgatggc tgccaagacg 
1140 

ggcaagattg ggat ctttca gcacatcatc cggcgggagg tgacggatga ggacacacgg 
1200 

cacctgtccc gcaagttcaa ggactgggcc tatgggccag tgtattcctc gctttatgac 
1260 

ctctcctccc tggacacgtg tggggaagag gcctccgtgc tggagat cct ggtgtacaac 
1320 

agcaagattg agaaccgcca cgagatgctg gctgtggagc ccatcaatga actgctgcgg 
1380 

gacaagtggc gcaagttcgg ggccgtctcc ttctacatca acgtggtctc ctacctgtgt 

1440 

gccatggtca tcttcactct caccgcctac taccagccgc tggagggcac accgccgtac 
1500 

ccttaccgca ccacggtgga ctacctgcgg ctggctggcg aggtcat tac gctcttcact 
1560 

ggggtcctgt tctt catcac caacatcaaa gacttgttca tgaagaaatg ccctggagtg 
1620 

aattctctct tcattgatgg ctccttccag ctgctctact tcatctactc tgtcctggtg 
1680 

atcgtctcag cagccctcta cctggcaggg atcgaggcct acctggccgt gatggtct tt 

1740 

gccctggtcc tgggctggat gaatgccctt tacttcaccc gtgggctgaa gctgacgggg 

1800 

acctatagca tcatgatcca gaagattctc ttcaaggacc ttttccgatt cctgctcgtc 
1860 

tacttgctct tcatgatcgg ctacgcttca gccctggtct ccctcctgaa cccgtgtgcc 
1920 

aacatgaagg tgtgcaatga ggaccagacc aactgcacag tgcccactta cccctcgtgc 
1980 

cgtgacagcg agaccttcag caccttcctc ctggacctgt ttaagctgac catcggcatg 
2040 

ggcgacctgg agatgctgag cagca ccaag taccccgtgg tctt cat cat cctgctggtg 
2100 

acctacatca tcctcacctt tgtgctgctc ctcaacatgc tcattgccct catgggcgag 
2160 

acagtgggcc aggtctccaa ggagagcaag cacatctgga agctgcagtg ggccaccacc 
2220 

atcctggaca ttgagcgctc cttccccgta ttcctgagga aggcctt ccg ctctggggag 
2280 

atggtcaccg tgggcaagag ctcggacggc actcctgacc gcaggtggtg cttcagggtg 
2340 

gatgaggtga actggtctca ctggaaccag aacttgggca tcatcaacga ggacccgggc 

2400 

aagaatgaga cctaccagta ttatggcttc tcgcataccg tgggccgcct ccgcagggat 
2460 
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cgctggtcct cggtggtacc ccgcgtggtg gaactgaaca 

2520 

gtggtggtgc ctctggacag catggggaac ccccgctgcg 
2580 

ccccgcaagt ggaggactga tgacgccccg ctctag 
2616 



<210> 6 
<211> 3500 
<212> DNA 

<213> Homo sapiens 

<400> 6 

caattgggat ttaaacccag ggact atcca gccccaaagc ccttcccacc acaccaggtg 60 

gcctgtcctg gggccagctc tgcacacagg gcctggtgcc cccggggtgc ttgggaagtg 120 

gcagggcaga ggtgggccct gtggctgttc tggctcagct tctaaaacaa gagcctctgc 180 

tgggggcaga ggggccgtga acccctgaaa tgttaggcag ataccctgtg ggagctttgt 240 

tctgggatgc taagaaccgc ttgaggattt aagctt tgcc actttggctc cggagcaagg 300 

gcagaggctg agcagtgcag acgggcctgg ggcaggcatg gcggatt cca gcgaaggccc 360 

ccgcgcgggg cccggggagg tggctgagct ccccggggat gagagtggca ccccaggtgg 420 

ggaggctttt cctctctcct ccctggccaa tctgtttgag ggggaggatg gctccctttc 480 

gccctcaccg gctgatgcca gtcgccctgc tggcccaggc gatgggcgac caaatctgcg 540 

catgaagttc cagggcgcct tccgcaaggg ggtgcccaac cccatcgatc tgctggagtc 600 

caccctatat gagtcctcgg tggtgcctgg gcccaagaaa gcacccatgg actcactgtt 660 

tgactacggc acctatcgtc accactccag tgacaacaag aggtggagga agaagatcat 720 

agagaagcag ccgcagagcc ccaaagcccc tgcccctcag ccgcccccca tcctcaaagt 780 

cttcaaccgg cctatcctct ttgacatcgt gtcccggggc tccactgctg acctggacgg 840 

gctgctccca ttcttgctga cccacaagaa acgcctaact gatgaggagt ttcgagagcc 900 

atctacgggg aaga cctgcc tgcccaaggc cttgctgaac ctgagcaatg gccgcaacga 960 

caccatccct gtgctgctgg acatcgcgga gcgcaccggc aacatgcggg agttcattaa 
1020 

ctcgcccttc cgtgacatct actatcgagg tcagacagcc ctgcacatcg ccattgagcg 
1080 

tcgctgcaaa cactacgtgg aacttctcgt ggcccaggga gctgatgtcc acgcccaggc 
1140 

ccgtgggcgc ttcttccagc ccaaggatga ggggggctac ttctact ttg gggagctgcc 
1200 



agaactcgaa cccggacgag 
stggcca cca gcagggtt ac 
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cctgtcgctg gctgcctgca ccaaccagcc 
1260 

ccacaagaag gcggacatgc ggcgc cagga 
1320 

99tggccatt gctgacaaca cccgtgagaa 
1380 

gctgctgctc aagtgtgccc gcctcttccc 
1440 

cgacggcctc tcgcccctca tgatggctgc 
1500 

catcatccgg cgggaggtga cggatgagga 
1560 

ctgggcctat gggccagtgt attcctcgct 
1620 

ggaagaggcc tccgtgctgg agate ctggt 
1680 

gatgctggct gtggagccca tcaatgaact 
1740 

cgtctccttc tacatcaacg tggtctccta 

1800 

cgcctactac cagccgctgg agggcacacc 
1860 

cctgcggctg gctggcgagg tcattacgct 

1920 

catcaaagac ttgttcatga agaaa tgccc 
1980 

cttccagctg ctctacttca tctactctgt 
2040 

ggcagggatc gaggcctacc tggccgtgat 

2100 

tgccctttac ttcacccgtg ggctgaagct 
2160 

gattctcttc aaggaccttt tccgattcct 
2220 

cgcttcagcc ctggtctccc tcctgaaccc 
2280 

ccagaccaac tgcacagtgc ccacttaccc 
2340 

cttcctcctg gacctgttta agctgaccat 
2400 

caccaagtac cccgtggtct tcatcatcct 

2460 

gctgctcctc aacatgctca ttgccctcat 
2520 

gagcaagcac atctggaagc tgcagtgggc 
2580 

ccccgtattc ctgaggaagg ccttccgctc 

2640 

ggacggcact cctgaccgca ggtggtgctt 
2700 

gaaccagaac ttgggcatca tcaacgagga 

2760 

tggcttctcg cataccgtgg gccgcctccg 
2820 



ccacat tgtc aactacc tga cggagaac cc 
ctcgcgaggc aacacagtgc tgcatgcgct 
caccaagttt gttaccaaga tgtacgacct 
cgacagcaac ctggaggccg tgctcaacaa 
caagacgggc aagattggga tctttcagca 
cacacggcac ctgtcccgca agttcaagga 
ttatgacctc tcctccctgg acacgtgtgg 
gtacaacagc aagattgaga accgccacga 
gctgcgggac aagtggcgca agttcggggc 
cctgtgtgcc atggtcatct tcactctcac 
gccgtaccct taccgcacca cggtggacta 
cttcactggg gtcctgt tct tcatcaccaa 
tggagtgaat tctctcttca ttgatggctc 
cctggtgatc gtctcagcag ccctctacct 
ggtctttgcc ctggtcctgg gctggatgaa 
gacggggacc tatagcatca tgatccagaa 
gctcgtctac ttgctct tea tgatcggcta 
gtgtgccaac atgaaggtgt gcaatgagga 
ctcgtgccgt gacagcgaga ccttcagcac 
cggcatgggc gacctggaga tgctgagcag 
gctggtgacc tacatcatcc tcacctttgt 
gggcgsigaca gtgggccagg tctccaagga 
caccaccatc ctggacattg agcgctcctt 
tggggagatg gtcaccgtgg gcaagagctc 
cagggtggat gaggtgaact ggtctcactg 
cccgggcaag aatgagacct accagtat ta 
cagggatcgc tggtcctcgg tggtaccccg 
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cgtggtggaa ctgaacaaga actcgaaccc ggacgaggtg gtggtgcctc tggacagcat 

2880 

ggggaacccc cgct gcgatg gccaccagca gggttacccc cgcaagtgga ggactgatga 
2940 

5 cgccccgctc tagggactgc agcccagccc cagcttctct gcccact cat ttctagtcca 
3000 

gccgcatttc agcagtgcct tctggggtgt ccccccacac cctgctt tgg ccccagaggc 
3060 

gagggaccag tggaggtgcc agggaggccc caggaccctg tggtcccctg gctctgcctc 
10 3120 

cccaccctgg ggtgggggct cccggccacc tgtcttgctc ctatggagtc acataagcca 
3180 

acgccagagc ccct ccacct caggccccag cccctgcctc tccattattt atttgctctg 

3240 

15 ctctcaggaa gcgacgtgac ccctgcccca gctggaacct ggcagaggcc ttaggacccc 
3300 

gttccaagtg cactgcccgg ccaagcccca gcctcagcct gcgcctgagc tgcatgcgcc 
3360 

accatttttg gcagcgtggc agctttgcaa ggggctgggg ccctcggcgt ggggccatgc 
S 20 3420 

cttctgtgtg ttctgtagtg tctgggattt gccggtgctc aataaatgtt tattcattga 

3480 

cggtggaaaa aaaaaaaaaa 
fit 3500 
U 25 

<210> 7 
^. <211> 871 

y <212> PRT 

Sif 3 0 <213> Homo sapiens 



<4 0 0> 7 



Met Ala Asp Ser Ser Glu Gly Pro Arg Ala Gly Pro Gly Glu Val Ala 
S 1 5 10 15 

35 

Glu Leu Pro Gly Asp Glu Ser Gly Thr Pro Gly Gly Glu Ala Phe Pro 
20 25 30 

Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Asp Gly Ser Leu Ser 
40 35 40 45 

Pro Ser Pro Ala Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 

45 Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 

Asn Pro He Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



50 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 

100 105 110 



55 



Tyr Arg His His Ser Ser Asp Asn Lys Arg Trp Arg Lys Lys He He 
115 120 125 
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Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 

5 He Leu Lys Val Phe Asn Arg Pro He Leu Phe Asp He Val Ser Arg 

145 150 155 160 

Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Pro Phe Leu Leu Thr His 

165 170 175 



10 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
15 195 200 205 

Thr He Pro Val Leu Leu Asp He Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 

20 Glu Phe He Asn Ser Pro Phe Arg Asp He Tyr Tyr Arg Gly Gin Thr 

225 230 235 240 



y Ala Leu His He Ala He Glu Arg Arg Cys Lys His Tyr Val Glu Leu 

ilU 245 250 255 



25 



Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 



£3 ^ Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 

M 30 275 280 285 



,5 Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His He Val Asn Tyr Leu 

3J 290 295 300 

mi 

35 Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
305 310 315 320 

Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn Thr Arg 
325 330 335 



40 



Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ala Arg Leu Phe Pro Asp Ser Asn Leu Glu Ala Val Leu Asn Asn 
45 355 360 365 

Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys He Gly 
370 375 380 

50 He Phe Gin His He He Arg Arg Glu Val Thr Asp Glu Asp Thr Arg 
385 390 395 400 

His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



55 
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Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Ala Ser 
420 425 430 

Val Leu Glu lie Leu Val Tyr Asn Ser Lys lie Glu Asn Arg His Glu 
435 440 445 

Met Leu Ala Val Glu Pro lie Asn Glu Leu Leu Arg Asp Lys Trp Arg 

450 455 460 

Lys Phe Gly Ala Val Ser Phe Tyr lie Asn Val Val Ser Tyr Leu Cys 
465 470 475 480 

Ala Met Val lie Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 

Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 

Gly Glu Val lie Thr Leu Phe Thr Gly Val Leu Phe Phe lie Thr Asn 

515 520 525 

He Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 

He Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 
545 550 555 560 

He Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala 
565 570 575 

Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 

Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 
595 600 605 

He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 
610 615 620 

Met He Gly Tyr Ala Ser Ala Leu Val Ser Leu Leu Asn Pro Cys Ala 
625 630 635 640 

Asn Met Lys Val Cys Asn Glu Asp Gin Thr Asn Cys Thr Val Pro Thr 
645 650 655 

Tyr Pro Ser Cys Arg Asp Ser Glu Thr Phe Ser Thr Phe Leu Leu Asp 
660 665 670 

Leu Phe Lys Leu Thr He Gly Met Gly Asp Leu Glu Met Leu Ser Ser 
675 680 685 

Thr Lys Tyr Pro Val Val Phe He He Leu Leu Val Thr Tyr He He 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu He Ala Leu Met Gly Glu 
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705 710 715 720 

Thr Val Gly Gin Val Ser Lys Glu Ser Lys His lie Trp Lys Leu Gin 
725 730 735 

5 

Trp Ala Thr Thr lie Leu Asp lie Glu Arg Ser Phe Pro Val Phe Leu 
740 745 750 

Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser 
10 755 760 765 

Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn 
770 775 780 

15 Trp Ser His Trp Asn Gin Asn Leu Gly lie lie Asn Glu Asp Pro Gly 
785 790 795 BOO 

Lys Asn Glu Thr Tyr Gin Tyr Tyr Gly Phe Ser His Thr Val Gly Arg 
805 810 815 

20 

■ Leu Arg Arg Asp Arg Tip Ser Ser Val Val Pro Arg Val Val Glu Leu 

820 825 830 

;^ Asn Lys Asn Ser Asn Pro Asp Glu Val Val Val Pro Leu Asp Ser Met 

25 835 840 845 

Gly Asn Pro Arg Cys Asp Gly His Gin Gin Gly Tyr Pro Arg Lys Trp 
850 855 860 

30 Arg Thr Asp Asp Ala Pro Leu 
865 870 



<210> 8 
35 <211> 2436 

<212> DNA 

<213> Homo sapiens 

<400> 8 

40 atggcggatt ccagcgaagg cccccgcgcg gggcccgggg aggtggctga gctccccggg 60 

gatgagagtg gcaccccagg tggggaggct tttcct ctct cctccctggc caatctgt tt 120 

93-999999-99 atggctccct ttcgccctca ccggctgatg ccagtcgccc tgctggccca 18 0 

45 

ggcgatgggc gaccaaatct gcgcatgaag ttccagggcg ccttccgcaa gggggtgccc 240 

aaccccatcg atctgctgga gtccacccta tatgagtcct cggtggtgcc tgggcccaag 3 00 

50 aaagcaccca tggactcact gtttgactac ggcacctatc gtcaccactc cagtgacaac 360 

aagaggtgga ggaagaagat catagagaag cagccgcaga gccccaaagc ccctgcccct 420 

cagccgcccc ccat cctcaa agtcttcaac cggcctatcc tctttgacat cgtgtcccgg 48 0 

55 
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ggctccactg ctgacctgga cgggctgctc ccattcttgc tgacccacaa gaaacgccta 540 

actgatgagg agtttcgaga gccatctacg gggaagacct gcctgcccaa ggccttgctg 600 

aacctgagca atggccgcaa cgacaccatc cctgtgctgc tggacatcgc ggagcgcacc 660 

ggcaacatgc gggagttcat taact cgccc ttccgtgaca tctactatcg aggtcagaca 720 

gccctgcaca tcgccattga gcgtcgctgc aaacactacg tggaacttct cgtggcccag 780 

ggagctgatg tccacgccca ggcccgtggg cgcttcttcc agcccaagga tgaggggggc 840 

tacttctact ttggggagct gcccctgtcg ctggctgcct gcaccaa cca gccccacatt 900 

gtcaactacc tgacggagaa cccccacaag aaggcggaca tgcggcgcca ggactcgcga 960 

ggcaacacag tgctgcatgc gctggtggcc attgctgaca acacccgtga gaacaccaag 
1020 

tttgttacca agatgtacga cctgctgctg ctcaagtgtg cccgcctctt ccccgacagc 
1080 

aacctggagg ccgtgctcaa caacgacggc ctctcgcccc tcatgatggc tgccaagacg 
1140 

ggcaagattg agaaccgcca cgagatgctg gctgtggagc ccatcaatga actgctgcgg 
1200 

gacaagtggc gcaagttcgg ggccgtctcc ttctacatca acgtggt etc ctacctgtgt 
1260 

gccatggtca tcttcactct caccgcctac taccagccgc tggagggcac accgccgtac 
1320 

ccttaccgca ccacggtgga ctacctgcgg ctggctggcg aggtcattac gctcttcact 
1380 

ggggtcctgt tcttcatcac caacatcaaa gacttgttca tgaagaaatg ccctggagtg 
1440 

aattctctct tcattgatgg ctcct tccag ctgctctact tcatctactc tgtcctggtg 
1500 

atcgtctcag cagccctcta cctggcaggg atcgaggcct acctggccgt gatggtcttt 

1560 

gccctggtcc tgggctggat gaatgccctt tacttcaccc gtgggctgaa gctgacgggg 
1620 

acctatagca tcatgatcca gaagattctc ttcaaggacc ttttccgatt cctgctcgtc 
1680 

tacttgctct teat gatcgg ctacgcttca gccctggtct ccctcctgaa cccgtgtgcc 
1740 

aacatgaagg tgtgcaatga ggaccagacc aactgcacag tgcccactta cccctcgtgc 
1800 

cgtgacagcg agaccttcag caccttcctc ctggacctgt ttaagctgac catcggcatg 
1860 

ggcgacctgg agatgctgag cagca ccaag taccccgtgg tcttcatcat cctgctggtg 
1920 

acctacatca tcct cacctt tgtgctgctc ctcaacatgc tcattgccct catgggcgag 
1980 

acagtgggcc aggtctccaa ggagagcaag cacatctgga agctgcagtg ggccaccacc 
2040 

atcctggaca ttgagcgctc cttccccgta ttcctgagga aggccttccg ctctggggag 
2100 
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atggtcaccg tgggcaagag ctcggacggc 
2160 

gatgaggtga actggtctca ctggaaccag 
2220 

5 aagaatgaga cctaccagta ttatggcttc 
2280 

cgctggtcct cggtggtacc ccgcgtggtg 

2340 

gtggtggtgc ctctggacag catggggaac 
10 2400 

ccccgcaagt ggaggactga tgacgccccg 
2436 



actcctgacc gcaggtggtg cttcagggtg 
aacttgggca tcatcaacga ggacccgggc 
tcgcataccg tgggccgcct ccgcagggat 
gaactgaaca agaactcgaa cccggacgag 
ccccgctgcg atggccacca gcagggttac 
ctctag 



15 <210> 9 

<211> 811 
<212> PRT 

<213> Homo sapiens 



20 <400> 9 

Met Ala Asp Ser Ser Glu Gly Pro Arg Ala Gly Pro Gly Glu Val Ala 
15 10 15 



25 



Glu Leu Pro Gly Asp Glu Ser Gly Thr Pro Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Asp Gly Ser Leu Ser 
35 40 45 



3 0 Pro Ser Pro Ala Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



35 



Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 

65 70 75 80 

Asn Pro He Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 

85 90 95 



40 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Ser Ser Asp Asn Lys Arg Trp Arg Lys Lys He He 
115 120 125 

45 Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



50 



He Leu Lys Val Phe Asn Arg Pro He Leu Phe Asp He Val Ser Arg 

145 150 155 160 

Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Pro Phe Leu Leu Thr His 

165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
55 180 185 190 
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Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 

195 200 205 

5 Thr lie Pro Val Leu Leu Asp lie Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 

Glu Phe lie Asn Ser Pro Phe Arg Asp lie Tyr Tyr Arg Gly Gin Thr 
225 230 235 240 

10 

Ala Leu His lie Ala He Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 

Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
15 260 265 270 

Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
N' 275 280 285 

Q 20 Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His He Val Asn Tyr Leu 

290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
305 310 315 320 

25 

Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn Thr Arg 
325 330 335 

Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
30 340 345 350 

Cys Ala Arg Leu Phe Pro Asp Ser Asn Leu Glu Ala Val Leu Asn Asn 
355 360 365 

35 Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys He Glu 
370 375 380 

Asn Arg His Glu Met Leu Ala Val Glu Pro He Asn Glu Leu Leu Arg 
385 390 395 400 

40 

Asp Lys Trp Arg Lys Phe Gly Ala Val Ser Phe Tyr He Asn Val Val 
405 410 415 

Ser Tyr Leu Cys Ala Met Val He Phe Thr Leu Thr Ala Tyr Tyr Gin 
45 420 425 430 

Pro Leu Glu Gly Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr 
435 440 445 

50 Leu Arg Leu Ala Gly Glu Val He Thr Leu Phe Thr Gly Val Leu Phe 
450 455 460 

Phe He Thr Asn He Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val 
465 470 475 480 



55 
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Asn Ser Leu Phe He Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr 
485 490 495 

Ser Val Leu Val He Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu 
500 505 510 

Ala Tyr Leu Ala Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn 

515 520 525 

Ala Leu Tyr Phe Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He 
530 535 540 

Met He Gin Lys He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val 
545 550 555 560 

Tyr Leu Leu Phe Met He Gly Tyr Ala Ser Ala Leu Val Ser Leu Leu 
565 570 575 

Asn Pro Cys Ala Asn Met Lys Val Cys Asn Glu Asp Gin Thr Asn Cys 

580 585 590 

Thr Val Pro Thr Tyr Pro Ser Cys Arg Asp Ser Glu Thr Phe Ser Thr 
595 600 605 

Phe Leu Leu Asp Leu Phe Lys Leu Thr He Gly Met Gly Asp Leu Glu 
610 615 620 

Met Leu Ser Ser Thr Lys Tyr Pro Val Val Phe He He Leu Leu Val 
625 630 635 640 

Thr Tyr He He Leu Thr Phe Val Leu Leu Leu Asn Met Leu He Ala 

645 650 655 

Leu Met Gly Glu Thr Val Gly Gin Val Ser Lys Glu Ser Lys His He 
660 665 670 

Trp Lys Leu Gin Trp Ala Thr Thr He Leu Asp He Glu Arg Ser Phe 
675 680 685 

Pro Val Phe Leu Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val 
690 695 700 

Gly Lys Ser Ser Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val 
705 710 715 720 

Asp Glu Val Asn Trp Ser His Trp Asn Gin Asn Leu Gly He He Asn 
725 730 735 

Glu Asp Pro Gly Lys Asn Glu Thr Tyr Gin Tyr Tyr Gly Phe Ser His 
740 745 750 



Thr Val Gly Arg Leu Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg 
755 760 765 



Val Val Glu Leu Asn Lys Asn Ser Asn Pro Asp Glu Val Val Val Pro 
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770 775 780 

Leu Asp Ser Met Gly Asn Pro Arg Cys Asp Gly His Gin Gin Gly Tyr 
785 790 795 800 

Pro Arg Lys Trp Arg Thr Asp Asp Ala Pro Leu 
805 810 



10 <210> 10 

<211> 2229 

<212> DNA 

<213> Homo sapiens 
15 <400> 10 

atggcggatt ccagcgaagg cccccgcgcg gggcccgggg aggtggctga gctccccggg 60 
v^' gatgagagtg gcaccccagg tggggaggct tttcctctct cctccctggc caatctgttt 120 

Q 20 gagggggagg atggctccct ttcgccctca ccggctgatg ccagtcgccc tgctggccca 180 

ggcgatgggc gaccaaatct gcgcatgaag ttccagggcg ccttccgcaa gggggtgccc 24 0 



aaccccatcg atctgctgga gtccacccta tatgagtcct cggtggtgcc tgggcccaag 300 

25 

Ul aaagcaccca tggactcact gtttgactac ggcacctatc gtcaccactc cagtgacaac 360 

g aagaggtgga ggaagaagat catagagaag cagccgcaga gccccaaagc ccctgcccct 42 0 

5ii 30 cagccgcccc ccat cctcaa agtct tcaac cggcctatcc tctttgacat cgtgtcccgg 480 

ggctccactg ctgacctgga cgggctgctc ccattcttgc tgacccacaa gaaacgccta 54 0 

r|l actgatgagg agtttcgaga gccatctacg gggaagacct gcctgcccaa ggccttgctg 600 

35 

aacctgagca atggccgcaa cgacaccatc cctgtgctgc tggacatcgc ggagcgca cc 660 
ggcaacatga gggagttcat taactcgccc ttccgtgaca tctactatcg aggtcagaca 720 
40 gccctgcaca tcgccattga gcgtcgctgc aaacactacg tggaacttct cgtggcccag 780 
ggagctgatg tccacgccca ggcccgtggg cgcttcttcc agcccaagga tgaggggggc 84 0 

tacttctact ttggggagct gcccctgtcg ctggctgcct gcaccaacca gccccacatt 900 

45 

gtcaactacc tgacggagaa cccccacaag aaggcggaca tgcggcgcca ggactcgcga 960 

ggcaacacag tgctgcatgc gctggtggcc attgctgaca acacccgtga gaacaccaag 
1020 

50 tttgttacca agatgtacga cctgctgctg ctcaagtgtg cccgcctctt ccccgacagc 
1080 

aacctggagg ccgtgctcaa caacgacggc ctctcgcccc tcatgatggc tgccaagacg 
1140 

ggcaagattg ggat ctttca gcacatcatc cggcgggagg tgacggatga ggacacacgg 
55 1200 
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cacctgtccc gcaagttcaa ggactgggcc tatgggccag tgtattcctc gctttatgac 
1260 

ctctcctccc tggacacgtg tggggaagag gcctccgtgc tggagat cct ggtgtacaac 
1320 

5 agcaagattg agaaccgcca cgagatgctg gctgtggagc ccatcaatga actgctgc gg 
1380 

gacaagtggc gcaagttcgg ggccgtctcc ttctacatca acgtggtctc ctacctgtgt 

1440 

gccatggtca tcttcactct caccgcctac taccagccgc tggagggcac accgccgtac 
10 1500 

ccttaccgca ccacggtgga ctacctgcgg ctggctggcg aggtcattac gctcttcact 

1560 

ggggtcctgt tctt cttcac caacatcaaa gacttgttca fcgaagaaatg ccctggagtg 
1620 

15 aattctctct tcattgatgg ctccttccag ctgctctact tcatctactc tgtcctggtg 
1680 

atcgtctcag cagccctcta cctggcaggg atcgaggcct acctggccgt gatggtcttt 
C 174 0 

W gccctggtcc tgggctggat gaatgccctt tacttcaccc gtgggctgaa gctgacgggg 

Q 20 1800 

^ acctatagca tcatgatcca gaagattctc ttcaaggacc ttttccgatt cctgctcgtc 

O 1860 

l|l tacttgctct tcatgatcgg ctacgcttca gccctggtct ccctcctgaa cccgtgtgcc 

192 0 

T^, 25 aacatgaagg tgtgcaatga ggaccagacc aactgcacag tgcccactta cccctcgtgc 

198 0 

g cgtgacagcg agaccttcag caccttcctc ctggacctgt ttaagctgac catcggca tg 

0 2040 

yi ggcgacctgg agatgctgag cagcaccaag taccccgtgg tcttcat cat cctgctggtg 

30 2100 

ij: acctacatca tcctcacctt tgtgctgctc ctcaacatgc tcattgccct catgggcgag 

# 216 0 

M acagtgggcc aggt ctccaa ggagagcaag cacatctgga agctgcagag cggcaggcgc 

11 2220 

35 aggctgtga 
2229 



<210> 11 
40 <211> 4059 
<212> DNA 

<213> Homo sapiens 
<400> 11 

45 tgtgcaggcc agggagggct ttccagagga gcccagttga gctggaacac cagtggggag 60 
gagttgacca gcaaaggtgc agggagggat cagcactttg cactggggag cagagtttgt 120 
gcactgggga agtcaactca agtat tggag cctcagtttc ctgttctgta aaatgggt tc 180 

50 

atcatgacag tgtt tgatga ggaaaaggac tgccggccta cacagcaagt ccacatggat 24 0 
tttctgagcc cctcctgtgc ctgaagccca cggttaatgg ttctgcctta gcaggtgctt 3 00 
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accacgtgcc aggcactgca ctgcactggc cactggactg catgttctgt ccatgaggct 360 

tggatatccc catcttacag atcaggaagc tgaggctatg aaatgtcgac ttgctcaatg 420 

5 tcatggaatg actaagtgtg gagcctggat ttgaacttgg ctctctgggg ctccaaagct 480 

ggctttcttg gtcagcagta gggtctggga tccaagtatg gggtcccagc ttgaccctga 540 

agtccaccct ctttcagcta atgcccaagg tagttggacc tggggccaat ttgtgtttcc 600 

10 

aggttcgtga aagagctcct gttgcagttc ccgcctgagg cttggcggcc aaccacat ct 660 

gggagtggcG tccctgtgcc cctgt catta caacggtggc tttgaagcag ctggcagcac 72 0 

15 tgctgcttgt ccacgtggaa gggggcttcc tggagccccc gcccctggcc gggttctgcc 780 

tgactcccct ttcattccct tgcaggctga gcagtgcaga cgggcctggg gcaggcatgg 840 

cggattccag cgaaggcccc cgcgcggggc ccggggaggt ggctgagctc cccggggatg 900 

20 

agagtggcac cccaggtggg gaggcttttc ctctctcctc cctggccaat ctgtttgagg 960 

gggaggatgg ctccctttcg ccctcaccgg ctgatgccag tcgccctgct ggcccaggcg 
1020 

25 atgggcgacc aaat ctgcgc atgaagttcc agggcgcctt ccgcaagggg gtgcccaa cc 
1080 

ccatcgatct gctggagtcc accctatatg agtcctcggt ggtgcctggg cccaagaaag 
1140 

cacccatgga ctcactgttt gactacggca cctatcgtca ccactccagt gacaacaaga 
30 1200 

ggtggaggaa gaagatcata gagaagcagc cgcagagccc caaagcccct gcccctcagc 

1260 

cgccccccat cctcaaagtc ttcaaccggc ctatcctctt tgacatcgtg tcccggggct 
1320 

35 ccactgctga cctggacggg ctgct cccat tcttgctgac ccacaagaaa cgcctaactg 
1380 

atgaggagtt tcgagagcca tctacgggga agacctgcct gcccaaggcc ttgctgaa cc 
1440 

tgagcaatgg ccgcaacgac accatccctg tgctgctgga catcgcggag cgcaccggca 
40 1500 

acatgaggga gttcattaac tcgcccttcc gtgacatcta ctatcgaggt cagacagccc 
1560 

tgcacatcgc cattgagcgt cgctgcaaac actacgtgga acttctcgtg gcccagggag 

1620 

45 ctgatgtcca cgcccaggcc cgtgggcgct tcttccagcc caaggatgag gggggctact 
1680 

tctactttgg ggagctgccc ctgtcgctgg ctgcctgcac caaccagccc cacattgtca 
1740 

actacctgac ggagaacccc cacaagaagg cggacatgcg gcgccaggac tcgcgaggca 
50 1800 

acacagtgct gcatgcgctg gtggccattg ctgacaacac ccgtgagaac accaagtttg 
1860 

ttaccaagat gtacgacctg ctgct gctca agtgtgcccg cctcttcccc gacagcaacc 
1920 



in 
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tggaggccgt gctcaacaac gacggcctct cgcccctcat gatggctgcc aagacgggca 
1980 

agattgggat ctttcagcac atcat ccggc gggaggtgac ggatgaggac acacggcacc 

2040 

5 tgtcccgcaa gttcaaggac tgggcctatg ggccagtgta ttcctcgctt tatgacctct 
2100 

cctccctgga cacgtgtggg gaagaggcct ccgtgctgga gatcctggtg tacaacagca 
2160 

agattgagaa ccgccacgag atgctggctg tggagcccat caatgaactg ctgcgggaca 
10 2220 

agtggcgcaa gttcggggcc gtctccttct acatcaacgt ggtctcctac ctgtgtgcca 
2280 

tggtcatctt cact ctcacc gcctactacc agccgctgga gggcacaccg ccgtaccctt 
2340 

15 accgcaccac ggtggactac ctgcggctgg ctggcgaggt cattacgctc ttcactgggg 
2400 

tcctgttctt cttcaccaac atcaaagact tgttcatgaa gaaatgccct ggagtgaatt 
H 2460 

Q ctctcttcat tgatggctcc ttccagctgc tctact teat ctactctgtc ctggtgatcg 

O 20 2520 

yjj tctcagcagc cctctacctg gcagggatcg aggcctacct ggccgtgatg gtctttgccc 

258 0 

Ju tggtcctggg ctggatgaat gccctttact tcacccgtgg gctgaagctg acggggacct 

:^ 2640 

f"*' 25 atagcatcat gatccagaag attct cttca aggacctttt ccgattcctg ctcgtctact 

Ifi 2700 

S5 tgctcttcat gatcggctac gcttcagccc tggtct ccct cctgaacccg tgtgccaaca 

0 2760 

iTl tgaaggtgtg caatgaggac cagaccaact gcacagtgcc cacttacccc tcgtgccgtg 

pj 30 2820 

'^f acagcgagac cttcagcacc ttcctcctgg acctgtttaa gctgaccatc ggcatgggcg 

4= 288 0 

iljl acctggagat gctgagcagc accaagtacc ccgtggtctt catcatcctg ctggtgacct 

1 2940 

35 acatcatcct cacctttgtg ctgct cctca acatgctcat tgccctcatg ggcgagacag 
3000 

tgggccaggt ctccaaggag agcaagcaca tctggaagct gcagagcggc aggcgcaggc 
3060 

tgtgaggctc accgatgtcc ctcctgaccc tccctccccg cagtgggcca ccaccatcct 
40 3120 

ggacattgag cgctccttcc ccgtattcct gaggaaggcc ttccgctctg gggagatggt 
3180 

caccgtgggc aagagctcgg acggcactcc tgaccgcagg tggtgcttca gggtggatga 

3240 

45 ggtgaactgg tctcactgga accagaactt gggcatcatc aacgaggacc cgggcaagaa 
3300 

tgagacctac cagtattatg gcttctcgca taccgtgggc cgcctccgca gggatcgctg 
3360 

gtcctcggtg gtaccccgcg tggtggaact gaacaagaac tcgaacc egg acgaggtggt 
50 3420 

ggtgcctctg gacagcatgg ggaacccccg ctgcgatggc caccagcagg gttacccccg 
3480 

caagtggagg actgatgacg ccccgctcta gggactgcag cccagcccca gcttctctgc 
3540 
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ccactcattt ctagtccagc cgcat ttcag cagtgccttc tggggtgtcc ccccacaccc 
3600 

tgctttggcc ccagaggcga gggaccagtg gaggtgccag ggaggcccca ggaccctgtg 
3660 

5 gtcccctggc tctg cctccc caccctgggg tgggggctcc cggccacctg tcttgctcct 
3720 

atggagtcac ataagccaac gccagagccc ctccacctca ggccccagcc cctgcctctc 

3780 

cat tat t tat ttgctctgct ctcaggaagc gacgtgaccc ctgccccagc tggaacctgg 
10 3840 

cagaggcctt aggaccccgt tccaagtgca ctgcccggcc aagccccagc ctcagcctgc 
3900 

gcctgagctg catg cgccac catttttggc agcgtggcag ctttgcaagg ggctggggcc 
3960 

15 ctcggcgtgg ggccatgcct tctgtgtgtt ctgtagtgtc tgggatttgc cggtgctcaa 
4020 

taaatgttta ttcattgacg gtggaaaaaa aaaaaaaaa 
4059 



0 20 



kfl <210> 12 



25 



<211> 742 
<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Ala Asp Ser Ser Glu Gly Pro Arg Ala Gly Pro Gly Glu Val Ala 
15 10 15 

30 Glu Leu Pro Gly Asp Glu Ser Gly Thr Pro Gly Gly Glu Ala Phe Pro 
20 25 30 

Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Asp Gly Ser Leu Ser 
35 40 45 



35 



50 



Pro Ser Pro Ala Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
40 65 70 75 80 

Asn Pro lie Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 

45 Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 

Tyr Arg His His Ser Ser Asp Asn Lys Arg Trp Arg Lys Lys lie lie 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



lie Leu Lys Val Phe Asn Arg Pro He Leu Phe Asp He Val Ser Arg 
55 145 150 155 160 
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Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Pro Phe Leu Leu Thr His 
165 170 175 

Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 

Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
195 200 205 

Thr lie Pro Val Leu Leu Asp lie Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 



15 



Glu Phe lie Asn Ser Pro Phe Arg Asp lie Tyr Tyr Arg Gly Gin Thr 
225 230 235 240 



Ala Leu His He Ala He Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 



20 Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 



25 



Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 

Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His He Val Asn Tyr Leu 

290 295 300 



m. 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
30 305 310 315 320 

Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn Thr Arg 
325 330 335 

35 Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 

340 345 350 



40 



Cys Ala Arg Leu Phe Pro Asp Ser Asn Leu Glu Ala Val Leu Asn Asn 
355 360 365 

Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys He Gly 
370 375 380 



45 



He Phe Gin His He He Arg Arg Glu Val Thr Asp Glu Asp Thr Arg 
385 390 395 400 



His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



50 Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Ala Ser 
420 425 430 



Val Leu Glu He Leu Val Tyr Asn Ser Lys He Glu Asn Arg His Glu 
435 440 445 

55 
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Met Leu Ala Val Glu Pro lie Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 

Lys Phe Gly Ala Val Ser Phe Tyr He Asn Val Val Ser Tyr Leu Cys 
5 465 470 475 480 

Ala Met Val He Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 

485 490 495 

10 Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 

Gly Glu Val He Thr Leu Phe Thr Gly Val Leu Phe Phe Phe Thr Asn 
515 520 525 

15 

He Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 

He Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 

20 545 550 555 560 



Q He Val Ser Ala Ala Leu Tyr Leu Ala Gly lie Glu Ala Tyr Leu Ala 

^ 565 570 575 

f^^ 25 Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 

ISl 580 585 590 

Q Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 

fj 595 600 605 

■ 30 

^^2; He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 

# 610 615 620 

p| Met He Gly Tyr Ala Ser Ala Leu Val Ser Leu Leu Asn Pro Cys Ala 

35 625 630 635 640 

Asn Met Lys Val Cys Asn Glu Asp Gin Thr Asn Cys Thr Val Pro Thr 
645 650 655 

40 Tyr Pro Ser Cys Arg Asp Ser Glu Thr Phe Ser Thr Phe Leu Leu Asp 
660 665 670 

Leu Phe Lys Leu Thr He Gly Met Gly Asp Leu Glu Met Leu Ser Ser 

675 680 685 

45 

Thr Lys Tyr Pro Val Val Phe He He Leu Leu Val Thr Tyr lie He 
690 695 700 

Leu Thr Phe Val Leu Leu Leu Asn Met Leu He Ala Leu Met Gly Glu 
50 705 710 715 720 

Thr Val Gly Gin Val Ser Lys Glu Ser Lys His He Trp Lys Leu Gin 
725 730 735 



55 Ser Gly Arg Arg Arg Leu 



ORT-1601 



- 79 - 



740 



<210> 13 
5 <211> 25 
<212> DNA 

<213> Artificial Sequence 

<220> 

10 <223> Description of Artificial Sequence: 
oligonucl eotide 

<400> 13 

ctacctgacg gaga accccc acaag 25 

15 



<210> 14 
<211> 26 
20 <212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 
25 oligonucleotide 

<400> 14 

gtagtaggcg gtgagactga agatga 26 

30 

<210> 15 
<211> 51 
<212> DNA 
35 <213> Artificial Sequence 

<220> 

<22 3> Description of Artificial Sequence: 
oligonucl eotide 

40 

<400> 15 

aacgttggcg gccgcgccac catggcggat tccagcgaag gcccccgcgc g 51 



<210> 16 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucl eotide 



55 <400> 16 
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aacgtttcta gactgggctg cagtccctag 30 



<210> 17 
<211> 233 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: DNA Micro Array- 
probe 

<400> 17 

ccaccatcct ggacattgag cgctccttcc ccgtat tcct gaggaaggcc ttccgctctg 60 
gggagatggt caccgtgggc aagagctcgg acggcactcc tgaccgcagt ggtgcttcag 120 
ggtggatgag gtgaactggt ctcactggaa ccagaacttg ggcatcatca acgaggaccc 180 
gggcaagaat gagacctacc agtattatgg cttctcgcat accgtgggcc gcc 233 



